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Skin Biopsy: H&E and IHC

 Leukemia cutis is a manifestation of myeloid
sarcoma, a rare extramedullary presentation of
acute myeloid leukemia (AML) or related myeloid
disorders, which can be challenging to diagnose
and treat

 Germline predisposition to myeloid neoplasms is
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identifying at-risk individuals, guiding early
diagnosis and targeted management
strategies

* Further studies are needed to understand
the frequency and penetrance of this
germline mutation in the formation of
leukemia cutis, as well as other types of
leukemia, and its impact on prognosis and
therapy

expanding our understanding of leukemogenesis,
improving diagnostics, risk stratification, and
targeted therapies

An 81-year-old male presented with raised, erythematous
lesions involving the upper extremities, which rapidly
progressed to his trunk and other areas, accompanied by
over 10 Ibs. of unintentional weight loss. Skin incisional
biopsy of the left proximal radial dorsal forearm showed
leukemic infiltration of blastoid cells to the dermis (Fig 1).
IHC staining was positive for the following myeloid lineage
markers: CD4, CD56, CD68, CD45, and muramidase
(Fig 2). Additional immunostains showed the cells to be

Figure 3: A) Bone marrow aspirate and B) bone marrow core biopsy without overt
dysplasia or increase in blasts.
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